Everninomicins are an important group of oligosaccharide antibiotics, isolated from the fermentation broth, Micromonosporacarbonaceae, and are found to be highly active against Gram-positive bacteria including methicillin with various members of the everninomicin family (B, C, D, 6, ziracin and 13-384-5), we have shown that positive ion FAB/MS yields strong pseudo-molecular ions plus useful sugar sequencing information. In this paper we will show the usefulness of negative ion FAB and ESI for analysis of everninomicins or any other orthosomycin antibiotics, and compare the advantages and disadvantages of each method. In addition, negative ion FAB exact mass measurements for the parent ion and all major fragment ions of ziracin are reported to support structure 
(Received for publication February 14, 2000) Everninomicins are an important group of oligosaccharide antibiotics, isolated from the fermentation broth, Micromonosporacarbonaceae, and are found to be highly active against Gram-positive bacteria including methicillin with various members of the everninomicin family (B, C, D, 6, ziracin and 13-384-5), we have shown that positive ion FAB/MS yields strong pseudo-molecular ions plus useful sugar sequencing information. In this paper we will show the usefulness of negative ion FAB and ESI for analysis of everninomicins or any other orthosomycin antibiotics, and compare the advantages and disadvantages of each method. In addition, negative ion FAB exact mass measurements for the parent ion and all major fragment ions of ziracin are reported to support structure Negative ion FABmass spectra were obtained on a JEOL JMS-HX110A mass spectrometer equipped with a FAB gun using xenon gas. The resolution was set at 3,000 for full range scan (100~2000 amu) with a source accelerating voltage of -lOkV, the FABgun accelerating voltage was set at 3 kV with an emission current of 10mA. DMSOwas used as a solvent and 3-NBAas a matrix for all FAB experiments. Exact massmeasurementswere performedat a resolution of 10,000 on a JEOL MStation JMS-700; source accelerating voltage was set at -10kY the FAB energy at 6kV with an emission current of 10mA. Ultramark 1621, PEG 1000 and PEG 600 were used as internal standards. ESI spectra were acquired on a
Micromass Quattro LCwhere 0.5 mg/ml ziracin solution spectrum is rich in information, interpretation of the data is time consuming. In contrast, the negative ion spectrum shows a predominant step-wise fragmentation starting at the ester bond of ring I, followed by successive ether linkage cleavages along the sugar back bone to nitro-sugar K. In general, each sugar is lost as a neutral fragment while the charge is retained on the rest of the molecule. This results in a simple spectrum from which the complete sequence of sugar residues can be easily determined. 
